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F [ UC Davis Genetic mapping in lettuce
University of Wisconsin Genetic mapping in cucumber
Cornell University Genetic mapping in peppers
1<l | Voleani Institute Genetic mapping in peppers
ey INRA Montfavet Genetic mapping in peppers
i st University of Hohenheim Linkage disequilibrium  mapping and
chromosome haplotyping approaches
[ Leiden University Medical Center Development of SNPWave assays for

human diagnostics

UMC Utrecht / Genome Diagnostics

Development of SNPWave assays for
human diagnostics

Centre for BioSystems Genomics

TTI-Green Genetics

University of Amsterdam

Research on insect resistance

University of Leiden

Add2X — Research on Gene Targeting

Holland Genetics / Nutreco

SNP genotyping in animals

Wageningen University

Genetic and physical mapping in potato,
tomato and Arabidopsis

Wageningen University and
Research Center

Identification of genes related to the
Cladosporium-tomato interaction

CMBI, Nijmegen

Development of automated sequence
annotation tools

Food Diagnostic Platform
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1. Anker Sorensen, Genomics as a service industry-Keygene, ABIC 2008

2. www.keygene.com

Acceleration of Inbred Conversions (| % §Ei)
BAC Contig Construction Af Al * ﬁ“ﬂﬁ'ljﬁ%ﬁ%ﬂ%
BAC Library Construction

Detection Test Development

Gene Expression Profiling

Genetic Diversity Analysis

Genetic Map Construction

Integrated Genetic and Physical Map Construction
Introgression Line Library Construction
KeyPoint™ mutation screen

Line Identification

Linked Marker Assay Development

Microsatellite (SSR) Discovery

Promoter Identification

Removal of Linkage Drag

Seed and Plant Quality Assay Development

SNP Discovery

Targeted EST Sequencing

Variety ldentification
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